
Dr. Aditya Krishnamurthy
S E N I O R  R E S E A R C H  S C I E N T I S T

Cambridge, MA • (555) 612-9034 • a.krishnamurthy@email.com • linkedin.com/in/akrishnamurthy

• github.com/akrishnamurthy

Summary

Senior Research Scientist with 12+ years in computational genomics and translational ML. 14 peer-reviewed
publications since 2019 (h-index 26), 4 patents on variant detection algorithms, and an ML framework

adopted in an FDA biomarker qualification submission. Lead an 8-scientist program managing $3.1M in
funding.

Skills

• Python (NumPy, PyTorch, scikit-

learn)

• Genomic Variant Calling (GATK,

DeepVariant)

• Single-Cell RNA-seq Analysis

• R / Bioconductor

• Nextflow / Snakemake Pipelines

• Grant Writing (NIH R01, DARPA)

• Cross-Functional Team Leadership

• FDA Biomarker Qualification

Experience

Senior Research Scientist 04/2021 - Present

Broad Institute of MIT and Harvard Cambridge, MA

Lead computational genomics program developing variant detection and biomarker discovery pipelines.

• Manage 8-scientist program with $3.1M annual budget across 4 NIH R01 and DARPA grants

• Authored 14 publications since 2019 (h-index 26) including 3 first-author Cell and Nature Methods papers

• Filed 4 patents on long-read variant detection algorithms; 2 issued, 2 pending

• Chair of Biology of Genomes 2024 conference; led 280-attendee international scientific committee

Computational Biologist 08/2017 - 03/2021

Genentech (Roche) South San Francisco, CA

Developed ML pipelines for clinical biomarker discovery.

• Built deep-learning RNA-seq classifier adopted in Genentech FDA biomarker qualification submission

• Reduced variant calling false-positive rate from 4.8% to 0.7% on tumor-normal pairs

• Mentored 3 PhD interns and co-authored 6 peer-reviewed papers

Postdoctoral Fellow 09/2014 - 07/2017

Stanford University School of Medicine Stanford, CA

NIH F32-funded postdoc in single-cell genomics.

• Co-developed scVI single-cell variational inference method (Nature Methods, 2018)

• Awarded NIH F32 NRSA fellowship; 2 first-author publications

Education

Ph.D. 08/2009 - 06/2014

University of California, Berkeley Berkeley, CA

Bioinformatics & Computational Biology GPA: 3.95

B.S. 08/2005 - 05/2009

Massachusetts Institute of Technology Cambridge, MA

Computer Science & Molecular Biology GPA: 4.8/5.0

Certificates

Certified Project Management Professional (PMP)

Project Management Institute

2022

Program management for cross-functional research teams.

Languages

English

Native

Hindi

Native

German

Conversational

Strengths

Translational Impact — Bridges basic research and FDA-grade clinical deployment.

Scientific Leadership — Manages multi-million dollar programs while maintaining first-author publication output.
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Developed ML pipelines for clinical biomarker discovery.
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NIH F32-funded postdoc in single-cell genomics.

• Co-developed scVI single-cell variational inference method (Nature Methods, 2018)
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Education

Ph.D. 08/2009 - 06/2014

University of California, Berkeley Berkeley, CA

Bioinformatics & Computational Biology GPA: 3.95

B.S. 08/2005 - 05/2009

Massachusetts Institute of Technology Cambridge, MA

Computer Science & Molecular Biology GPA: 4.8/5.0
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Certified Project Management Professional (PMP)

Project Management Institute

2022

Program management for cross-functional research teams.

Languages
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Scientific Leadership — Manages multi-million dollar programs while maintaining first-author publication output.


